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<210> 1 

<211> 4192 

<212> DNA 

<213> Homo sapiens 

<400> 1 

acagacacat atgcacgaga gagacagagg aggaaagaga cagagacaaa ggcacagcgg 60 

aagaaggcag agacagggca ggcacagaag cggcccagac agagtcctac agagggagag 12 0 

gccagagaag ctgcagaaga cacaggcagg gagagacaaa gatccaggaa aggagggctc 180 

a 99 a 99 a 9 a 9 tttggagaag ccagacccct gggcacctct cccaagccca aggactaagt 240 

tttctccatt tcctttaacg gtcctcagcc cttctgaaaa ctttgcctct gaccttggca 300 

ggagtccaag cccccaggct acagagagga gctttccaaa gctagggtgt ggaggacttg 3 60 

gtgccctaga cggcctcagt ccctcccagc tgcagtacca gtgccatgtc ccagacaggc 420 

tcgcatcccg ggaggggctt ggcagggcgc tggctgtggg gagcccaacc ctgcctcctg 48 0 

ctccccattg tgccgctctc ctggctggtg tggctgcttc tgctactgct ggcctctctc 540 

ctgccctcag cccggctggc cagccccctc ccccgggagg aggagatcgt gtttecagag 600 

aagctcaacg gcagcgtcct gcctggctcg ggcgcccctg ccaggctgtt gtgccgcttg 660 
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caggcctttg 


gggagacgct 


gctactagag 


ctggagcagg 


actccggtgt 


gcaggtcgag 


720 


gggctgacag 


tgcagtacct 


gggccaggcg 


cctgagctgc 


tgggtggagc 


agagectgge 


780 


acctacctga 


ctggcaccat 


caatggagat 


ccggagtcgg 


tggcatctct 


gcactgggat 


840 


gggggagccc 


tgttaggcgt 


gttacaatat 


cggggggctg 


aactccacct 


ccagcccctg 


900 


gagggaggca 


cccctaactc 


tgctggggga 


cctggggctc 


acatcctacg 


ccggaagagt 


960 


cctgccagcg 


gtcaaggtcc 


catgtgcaac 


gtcaaggctc 


ctcttggaag 


ccccagcccc 


1020 


agaccccgaa 


gagccaagcg 


ctttgcttca 


ctgagtagat 


ttgtggagac 


actggtggtg 


1080 


gcagatgaca 


agatggccgc 


attccacggt 


gcggggctaa 


agcgctacct 


gctaacagtg 


1140 


atggcagcag 


cagccaaggc 


cttcaagcac 


ccaagcatcc 


gcaatcctgt 


cagcttggtg 


1200 


gtgactcggc 


tagtgatcct 


ggggtcaggc 


gaggaggggc 


cccaagtggg 


gcccagtgct 


1260 


gcccagaccc 


tgcgcagctt 


ctgtgcctgg 


cagcggggcc 


tcaacacccc 


tgaggactcg 


1320 


gaccctgacc 


actttgacac 


agccattctg 


tttacccgtc 


aggacctgtg 


tggagtctcc 


1380 


acttgcgaca 


cgctgggtat 


ggctgatgtg 


ggcaccgtct 


gtgacccggc 


teggagctgt 


1440 


gccattgtgg 


aggatgatgg 


gctccagtca 


gccttcactg 


ctgctcatga 


actgggtcat 


1500 


gtcttcaaca 


tgctccatga 


caactccaag 


ccatgcatca 


gtttgaatgg 


gectttgage 


1560 


acctctcgcc 


atgtcatggc 


ccctgtgatg 


gctcatgtgg 


atcctgagga 


gccctggtcc 


1620 


ccctgcagtg 


cccgcttcat 


cactgacttc 


ctggacaatg 


gctatgggca 


ctgtctctta 


1680 


gacaaaccag 


aggctccatt 


gcatctgcct 


gtgactttcc 


ctggcaagga 


etatgatget 


1740 


gaccgccagt 


gccagctgac 


cttcgggccc 


gactcacgcc 


attgtccaca 


gctgccgccg 


1800 


ccctgtgctg 


ccctctggtg 


ctctggccac 


ctcaatggcc 


atgccatgtg 


ccagaccaaa 


1860 


cactcgccct 


gggccgatgg 


cacaccctgc 


gggcccgcac 


aggectgeat 


gggtggtcgc 


1920 


tgcctccaca 


tggaccagct 


ccaggacttc 


aatattccac 


aggctggtgg 


ctggggtcct 


1980 


tggggaccat 


ggggtgactg 


ctctcggacc 


tgtgggggtg 


gtgtccagtt 


ctcctcccga 


2040 


gactgcacga 


ggcctgtccc 


ccggaatggt 


ggcaagtact 


gtgagggccg 


ccgtacccgc 


2100 


ttccgctcct 


gcaacactga 


ggactgccca 


actggctcag 


ccctgacctt 


ccgegaggag 


2160 


cagtgtgctg 


cctacaacca 


ccgcaccgac 


etc t tcaaga 


get tcccagg 


gcccatggac 


2220 


tgggttcctc 


gctacacagg 


cgtggccccc 


caggaccagt 


gcaaactcac 


ctgccaggcc 


2280 


cgggcactgg 


gctactacta 


tgtgctggag 


ccacgggtgg 


tagatgggac 


cccctgttcc 


2340 


ccggacagct 


cctcggtctg 


tgtccagggc 


cgatgcatcc 


atgctggctg 


tgategcate 


2400 
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attggctcca 


agaagaagtt 


tgacaagtgc 


a tggtgtgcg 


gaggggacgg 


ttctggttgc 


2460 


agcaagcagt 


caggctcctt 


caggaaattc 


aggtacggat 


acaacaatgt 


ggtcactatc 


2520 


cccgcggggg 


ccacccacat 


tcttgtccgg 


cagcagggaa 


accctggcca 


ccggagcatc 


2580 


tacttggccc 


tgaagctgcc 


agatggctcc 


tatgccctca 


atggtgaata 


cacgctgatg 


2640 


ccctccccca 


cagatgtggt 


actgcctggg 


gcagtcagct 


tgcgctacag 


cggggccact 


2700 


gcagcctcag 


agacactgtc 


aggccatggg 


ccactggccc 


agcctttgac 


actgcaagtc 


2760 


ctagtggctg 


gcaaccccca 


ggacacacgc 


ctccgataca 


gcttcttcgt 


gccccggccg 


2820 


accccttcaa 


cgccacgccc 


cactccccag 


gactggctgc 


accgaagagc 


acagattctg 


2880 


gagatccttc 


ggcggcgccc 


ctgggcgggc 


aggaaataac 


ctcactatcc 


cggctgccct 


2940 


ttctgggcac 


cggggcctcg 


gacttagctg 


ggagaaagag 


agagcttctg 


ttgctgcctc 


3000 


atgctaagac 


tcagtgggga 


ggggctgtgg 


gcgtgagacc 


tgcccctcct 


ctctgcccta 


3060 


atgcgcaggc 


tggccctgcc 


ctggtttcct 


gccctgggag 


gcagtgatgg 


gttagtggat 


3120 


ggaaggggct 


gacagacagc 


cctccatcta 


aactgccccc 


tctgccctgc 


gggtcacagg 


3180 


agggaggggg 


aaggcaggga 


gggcctgggc 


cccagttgta 


tttatttagt 


atttattcac 


3240 


ttttatttag 


caccagggaa 


9999 acaa 99 


actagggtcc 


tgggg aa cct 


gacccctgac 


3300 


ccctcatagc 


cctcaccctg 


gggctaggaa 


atccagggtg 


gtggtgatag 


gtataagtgg 


3360 


tgtgtgtatg 


cgtgtgtgtg 


tgtgtgtgaa 


aatgtgtgtg 


tgcttatgta 


tgaggtacaa 


3420 


cctgttctgc 


tttcctcttc 


ctgaatttta 


ttttttggga 


aaagaaaagt 


caagggtagg 


3480 


gtgggccttc 


a 999 a 9tgag 


ggattatcct 


tttttttttc 


tttctttctt 


tctttttttt 


3540 


tttgagacag 


aatctcgctc 


tgtcgcccag 


gctggagtgc 


aatggcacaa 


tctcggctca 


3600 


ctgcatcctc 


cgcctcccgg 


gttcaagtga 


ttctcatgcc 


tcagcctcct 


gagtagctgg 


3660 


gattacaggc 


tcctgccacc 


acgcccggct 


aatttttgtt 


ttgttttgtt 


tggagacaga 


3720 


gtctcgctat 


tgtcaccagg 


gctggaatga 


tttcagctca 


ctgcaacctt 


cgccacctgg 


3780 


gttccagcaa 


ttctcctgcc 


tcagcctccc 


gagtagctga 


gattataggc 


acctaccacc 


3840 


acgcccggct 


aatttttgta 


tttttagtag 


agacggggtt 


tcaccatgtt 


ggccaggctg 


3900 


gtctcgaact 


cctgacctta 


ggtgatccac 


tcgccttcat 


ctcccaaagt 


gctgggatta 


3960 


caggcgtgag 


ccaccgtgcc 


tggccacgcc 


caactaattt 


ttgtattttt 


agtagagaca 


4020 


gggtttcacc 


atgttggcca 


ggctgctctt 


gaactcctga 


cctcaggtaa 


tcgacctgcc 


4080 



3 



tcggcctccc aaagtgctgg gattacaggt gtgagccacc acgcccggta catatttttt 4140 
aaattgaatt ctactattta tgtgatcctt ttggagtcag acagatgtgg gt 4192 

<210> 2 

<211> 837 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ser Gin Thr Gly Ser His Pro Gly Arg Gly Leu Ala Gly Arg Trp 
15 10 15 



Leu Trp Gly Ala Gin Pro Cys Leu Leu Leu Pro lie Val Pro Leu Ser 
20 25 30 



Trp Leu Val Trp Leu Leu Leu Leu Leu Leu Ala Ser Leu Leu Pro Ser 
35 .40 45 



Ala Arg Leu Ala Ser Pro Leu Pro Arg Glu Glu Glu lie Val Phe Pro 
50 55 60 



Glu Lys Leu Asn Gly Ser Val Leu Pro Gly Ser Gly Ala Pro Ala Arg 
65 70 75 80 



Leu Leu Cys Arg Leu Gin Ala Phe Gly Glu Thr Leu Leu Leu Glu Leu 
85 90 95 



Glu Gin Asp Ser Gly Val Gin Val Glu Gly Leu Thr Val Gin Tyr Leu 
100 105 110 



Gly Gin Ala Pro Glu Leu Leu Gly Gly Ala Glu Pro Gly Thr Tyr Leu 
115 120 125 



Thr Gly Thr lie Asn Gly Asp Pro Glu Ser Val Ala Ser Leu His Trp 
130 135 140 



Asp Gly Gly Ala Leu Leu Gly Val Leu Gin Tyr Arg Gly Ala Glu Leu 
145 150 155 160 
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His Leu Gin Pro Leu Glu Gly Gly Thr Pro Asn Ser Ala Gly Gly Pro 
165 170 175 



Gly Ala His lie Leu Arg Arg Lys Ser Pro Ala Ser Gly Gin Gly Pro 
180 185 190 



Met Cys Asn Val Lys Ala Pro Leu Gly Ser Pro Ser Pro Arg Pro Arg 
195 200 205 



Arg Ala Lys Arg Phe Ala Ser Leu Ser Arg Phe Val Glu Thr Leu Val 
210 . 215 220 



Val Ala Asp Asp Lys Met Ala Ala Phe His Gly Ala Gly Leu Lys Arg 
225 .230 235 240 



Tyr Leu Leu Thr Val Met Ala Ala Ala Ala Lys Ala Phe Lys His Pro 
245 250 255 



Ser lie Arg Asn Pro Val Ser Leu Val Val Thr Arg Leu Val lie Leu 
260 265 270 



Gly Ser Gly Glu Glu Gly Pro Gin Val Gly Pro Ser Ala Ala Gin Thr 
275 280 285 



Leu Arg Ser Phe Cys Ala Trp Gin Arg Gly Leu Asn Thr Pro Glu Asp 
290 295 300 



Ser Asp Pro Asp His Phe Asp Thr Ala lie Leu Phe Thr Arg Gin Asp 
305 310 315 320 



Leu Cys Gly Val Ser Thr Cys Asp Thr Leu Gly Met Ala Asp Val Gly 
325 330 335 



Thr Val Cys Asp Pro Ala Arg Ser Cys Ala lie Val Glu Asp Asp Gly 
340 345 350 



Leu Gin Ser Ala Phe Thr Ala Ala His Glu Leu Gly His Val Phe Asn 
355 360 365 



Met Leu His Asp Asn Ser Lys Pro Cys lie Ser Leu Asn Gly Pro Leu 
370 375 380 



Ser Thr Ser Arg His Val Met Ala Pro Val Met Ala His Val Asp Pro 
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385 



390 



395 



400 



Glu Glu Pro Trp Ser Pro Cys Ser Ala Arg Phe lie Thr Asp Phe Leu 
405 410 415 



Asp Asn Gly Tyr Gly His Cys Leu Leu Asp Lys Pro Glu Ala Pro Leu 
420 425 430 



His Leu Pro Val Thr Phe Pro Gly Lys Asp Tyr Asp Ala Asp Arg Gin 
435 440 445 



Cys Gin Leu Thr Phe Gly Pro Asp Ser Arg His Cys Pro Gin Leu Pro 
450 455 460 



Pro Pro Cys Ala Ala Leu Trp Cys Ser Gly His Leu Asn Gly His Ala 
465 470 475 480 



Met Cys Gin Thr Lys His Ser Pro Trp Ala Asp Gly Thr Pro Cys Gly 
485 490 495 



Pro Ala Gin Ala Cys Met Gly Gly Arg Cys Leu His Met Asp Gin Leu 
500 505 510 



Gin Asp Phe Asn He Pro Gin Ala Gly Gly Trp Gly Pro Trp Gly Pro 
515 520 525 



Trp Gly Asp Cys Ser Arg Thr Cys Gly Gly Gly Val Gin Phe Ser Ser 
530 535 540 



Arg Asp Cys Thr Arg Pro Val Pro Arg Asn Gly Gly Lys Tyr Cys Glu 
545 550 555 560 



Gly Arg Arg Thr Arg Phe Arg Ser Cys Asn Thr Glu Asp Cys Pro Thr 
565 570 575 



Gly Ser Ala Leu Thr Phe Arg Glu Glu Gin Cys Ala Ala Tyr Asn His 
580 585 - 590 



Arg Thr Asp Leu Phe Lys Ser Phe Pro Gly Pro Met Asp Trp Val Pro 
595 600 605 



Arg Tyr Thr Gly Val Ala Pro Gin Asp Gin Cys Lys Leu Thr Cys Gin 
610 615 620 
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Ala Arg Ala Leu Gly Tyr Tyr Tyr Val Leu Glu Pro Arg Val Val Asp 
625 630 635 640 



Gly Thr Pro Cys Ser Pro- Asp Ser Ser Ser Val Cys Val Gin Gly Arg 
645 650 655 



Cys lie His Ala Gly Cys Asp Arg lie lie Gly Ser Lys Lys Lys Phe 
660 665 670 



Asp Lys Cys Met Val Cys Gly Gly Asp Gly Ser Gly Cys Ser Lys Gin 
675 680 685 



Ser Gly Ser Phe Arg Lys Phe Arg Tyr Gly Tyr Asn Asn Val Val Thr 
690 695 700 



He Pro Ala Gly Ala Thr His He Leu Val Arg Gin Gin Gly Asn Pro 
705 710 715 720 



Gly His Arg Ser He Tyr Leu Ala Leu Lys Leu Pro Asp Gly Ser Tyr 
725 730 735 



Ala Leu Asn Gly Glu Tyr Thr Leu Met Pro Ser Pro Thr Asp Val Val 
740 745 750 



Leu Pro Gly Ala Val Ser Leu Arg Tyr Ser Gly Ala Thr Ala Ala Ser 
755 760 765 



Glu Thr Leu Ser Gly His Gly Pro Leu Ala Gin Pro Leu Thr Leu Gin 
770 775 780 



Val Leu Val Ala Gly Asn Pro Gin Asp Thr Arg Leu Arg Tyr Ser Phe 
785 790 795 800 



Phe Val Pro Arg Pro Thr Pro Ser Thr Pro Arg Pro Thr Pro Gin Asp 
805 810 815 



Trp Leu His Arg Arg Ala Gin He Leu Glu He Leu Arg Arg Arg Pro 
820 825 830 



Trp Ala Gly Arg Lys 
835 
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<210> SEQ ID NO: 3 

<400> SEQ ID NO: 3 
000 



<210> 4 

<211> 26 

<212> PRT 

<213> • Bos taurus 

<400> 4 



Phe Ala Ser Leu Ser Arg Val Glu Thr Leu Val Val Ala Asp Asp Lys 
1 5 10 .15 



Met Ala Ala Phe His Gly Ala Gly Leu Lys 
20 25 



<210> 5 

<211> 7 

<212> PRT 

<213> Bos taurus 

<400> 5 

Tyr Thr Gly Val Ala Pro Arg 
1 5 

<210> 6 

<211> 11 

<212> PRT 

<213> Bos taurus 

<400> 6 

Ala Leu Gly Tyr Tyr Tyr Val Leu Asp Pro Arg 
1 5 10 
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<212> DNA 

<213> Mus musculus 

<400> 7 

99999tggtg tccagttctc c 

<210> 8 

<211> 23 

<212> DNA 

<213> Mus musculus 

<400> 8 

ggccctggaa agctcttgaa gag 

<210> 9 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 9 

ccccggaatg gtggcaagta ctg 

<210> 10 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 10 

acccacatct gtctgactcc aaa 



<210> . 11 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 11 

ccagttgggc agtcctcagt gtt 



<210> 12 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 12 

ggtcggtgcg gtggttgtag gc 



<210> 13 

<211> 17 

<212> PRT 

<213> Homo sapiens 



<400> 13 

Cys Ala Ser Leu Ser Arg Phe Val Glu Thr Leu Val Val Ala Asp Asp 
15 10 15 



Lys 

<210> 14 

<211> 3250 

<212> DNA 

<213> Homo sapiens 
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<400> 14 



tgactcaatc 


ctgcaagcaa 


gtgtgtgtgt 


gtccccatcc 


cccgccccgt 


taacttcata 


60 


gcaaataaca 


aatacccata 


aagtcccagt 


cgcgcagccc 


ctccccgcgg 


gcagcgcact 


120 


atgctgctcg 


ggtgggcgtc 


cctgctgctg 


tgcgcgttcc 


gcctgcccct 


ggccgcggtc 


180 


ggccccgccg 


cgacacctgc 


ccaggataaa 


gccgggcagc 


ctccgactgc 


tgcagcagcc 


240 


gcccagcccc 


gccggcggca 


gggggaggag 


gtgcaggagc 


gagccgagcc 


tcccggccac 


300 


ccgcaccccc 


tggcgcagcg 


gcgcaggagc 


aaggggctgg 


tgcagaacat 


cgaccaactc 


360 


tactccggcg 


gcggcaaggt 


gggctacctc 


gtctacgcgg 


gcggccggag 


gttcctcttg 


420 


gacctggagc 


gagatggttc 


ggtgggcatt 


gct'ggcttcg 


tgcccgcagg 


aggcgggacg 


480 


agtgcgccct 


ggcgccaccg 


gagccactgc 


ttctatcggg 


gcacagtgga 


cgctagtccc 


540 


cgctctctgg 


ctgtctttga 


cctctgtggg 


ggtctcgacg 


gcttcttcgc 


ggtcaagcac 


600 


gcgcgctaca 


ccctaaagcc 


actgctgcgc 


ggaccctggg 


cggaggaaga 


aaaggggcgc 


660 


gtgtacgggg 


atgggtccgc 


acggatcctg 


cacgtctaca 


cccgcgaggg 


cttcagcttc 


720 


gaggccctgc 


cgccgcgcgc 


cagctgcgaa 


acccccgcgt 


ccacaccgga 


ggcccacgag 


780 


catgctccgg 


cgcacagcaa 


cccgagcgga 


cgcgcagcac 


tggcctcgca 


gctcttggac 


840 


cagtccgctc 


tctcgcccgc 


tgggggctca 


ggaccgcaga 


cgtggtggcg 


gcggcggcgc 


900 


cgctccatct 


cccgggcccg 


ccaggtggag 


ctgcttctgg 


tggctgacgc 


gtccatggcg 


960 


cggttgtatg 


gccggggcct 


gcagcattac 


ctgctgaccc 


tggcctccat 


cgccaatagg 


1020 


ctgtacagcc 


atgctagcat 


cgagaaccac 


atccgcctgg 


ccgtggtgaa 


ggtggtggtg 


1080 


ctaggcgaca 


aggacaagag 


cctggaagtg 


agcaagaacg 


ctgccaccac 


actcaagaac 


1140 


ttttgcaagt 


ggcagcacca 


acacaaccag 


ctgggagatg 


accatgagga 


gcactacgat 


1200 


gcagctatcc 


tgtttactcg 


ggaggattta 


tgtgggcatc 


attcatgtga 


caccctggga 


1260 


atggcagacg 


ttgggaccat 


atgttctcca 


gagcgcagct 


gtgctgtgat 


tgaagacgat 


1320 


ggcctccacg 


cagccttcac 


tgtggctcac 


gaaatcggac 


atttacttgg 


cctctcccat 


1380 


gacgattcca 


aattctgtga 


agagaccttt 


ggttccacag 


aagataagcg 


cttaatgtct 


1440 


tccatcctta 


ccagcattga 


tgcatctaag 


ccctggtcca 


aatgcacttc 


agccaccatc 


1500 


acagaattcc 


tggatgatgg 


ccatggtaac 


tgtttgctgg 


acctaccacg 


aaagcagatc 


1560 


ctgggccccg 


aagaactccc 


aggacagacc 


tacgatgcca 


cccagcagtg 


caacctgaca 


1620 



ttcgggcctg 


agtactccgt 


gtgtcccggc 


atggatgtct 


gtgctcgcct 


gtggtgtgct 


1680 


gtggtacgcc 


agggccagat 


ggtctgtctg 


accaagaagc 


tgcctgcggt 


ggaagggacg 


1740 


ccttgtggaa 


aggggagaat 


ctgcctgcag 


ggcaaatgtg 


tggacaaaac 


caagaaaaaa 


1800 


tattattcaa 


cgtcaagcca 


tggcaactgg 


ggatcttggg 


gatcctgggg 


ccagtgttct 


1860 


cgctcatgtg 


gaggaggagt 


gcagtttgcc 


tatcgtcact 


gtaataaccc 


tgctcccaga 


1920 


aacaacggac 


gctactgcac 


agggaagagg 


gccatctacc 


gctcctgcag 


tctcatgccc 


1980 


tgcccaccca 


atggtaaatc 


atttcgtcat 


gaacagtgtg 


aggccaaaaa 


tggctatcag 


2040 


tctgatgcaa 


aaggagtcaa 


aacttttgtg 


gaatgggttc 


ccaaatatgc 


aggtgtcctg 


2100 


ccagcggatg 


tgtgcaagct 


gacctgcaga 


gccaagggca 


ctggctacta 


tgtggtattt 


2160 


tctccaaagg 


tgaccgatgg 


cactgaatgt 


aggccgtaca 


gtaattccgt 


ctgcgtccgg 


2220 


gggaagtgtg 


tgagaactgg 


ctgtgacggc 


atcattggct 


caaagctgca 


gtatgacaag 


2280 


tgcggagtat 


gtggaggaga 


caactccagc 


tgtacaaaga 


ttgttggaac 


ctttaataag 


2340 


aaaagtaagg 


gttacactga 


cgtggtgagg 


attcctgaag 


gggcaaccca 


cataaaagtt 


2400 


cgacagttca 


aagccaaaga 


ccagactaga 


ttcactgcct 


atttagccct 


gaaaaagaaa 


2460 


aacggtgagt 


accttatcaa 


tggaaagtac 


atgatctcca 


cttcagagac 


tatcattgac 


2520 


atcaatggaa 


cagtcatgaa 


ctatagcggt 


tggagccaca 


gggatgactt 


cctgcatggc 


2580 


atgggctact 


ctgccacgaa 


ggaaattcta 


atagtgcaga 


ttcttgcaac 


agaccccact 


2640 


aaaccattag 


atgtccgtta 


tagctttttt 


gttcccaaga 


agtccactcc 


aaaagtaaac 


2700 


tctgtcacta 


gtcatggcag 


caataaagtg 


ggatcacaca 


cttcgcagcc 


gcagtgggtc 


2760 


acgggcccat 


ggctcgcctg 


ctctaggacc 


tgtgacacag 


gttggcacac 


cagaacggtg 


2820 


cagtgccagg 


atggaaaccg 


gaagttagca 


aaaggatgtc 


ctctctccca 


aaggccttct 


2880 


gcgtttaagc 


aatgcttgtt 


gaagaaatgt 


tagcctgtgg 


ttatgatctt 


atgcacaaag 


2940 


ataactggag 


gattcagcac 


cgatgcagtc 


gtggtgaaca 


ggaggtctac 


ctaacgcaca 


3000 


gaaagtcatg 


cttcaqtqac 


attgtcaaca 


ggagtccaat 


tatgggcaga 


atctgctctc 


3060 


tgtgaccaaa 


agaggatgtg 


cactgcttca 


cgtgacagtg 


gtgaccttgc 


aatatagaaa 


3120 


aacttgggag 


ttattgaaca 


tcccctggga 


ttacaagaaa 


cactgatgaa 


tgttaaatca 


3180 


ggggacattt 


gaagatggca 


gaactgtctc 


ccccttgtca 


cctacctctg 


aatagaatgt 


3240 



ctttaatggt 3250 
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<210> 15 

<211> 930 

<212> PRT 

<213> Homo sapiens. 

<400> 15 

Met Leu Leu Gly Trp Ala Ser Leu Leu Leu Cys Ala Phe Arg Leu Pro 
15 10 15 



Leu Ala Ala Val Gly Pro Ala Ala Thr Pro Ala Gin Asp Lys Ala Gly 
20 25 30 



Gin Pro Pro Thr Ala Ala Ala Ala Ala Gin Pro Arg Arg Arg Gin Gly 
35 40 45 



Glu Glu Val Gin Glu Arg Ala Glu Pro Pro Gly His Pro His Pro Leu 
50 55 60 



Ala Gin Arg Arg Arg Ser Lys Gly Leu Val Gin Asn lie Asp Gin Leu 
65 70 75 80 



Tyr Ser Gly Gly Gly Lys Val Gly Tyr Leu Val Tyr Ala Gly Gly Arg 
85 90 95 



Arg Phe Leu Leu Asp Leu Glu Arg Asp Gly Ser Val Gly lie Ala Gly 
100 105 110 



Phe Val Pro Ala Gly Gly Gly Thr Ser Ala Pro Trp Arg His Arg Ser 
115 120 125 



His Cys Phe Tyr Arg Gly Thr Val Asp Ala Ser Pro Arg Ser Leu Ala 
130 135 140 



Val Phe Asp Leu Cys Gly Gly Leu Asp Gly Phe Phe Ala Val Lys His 
145 150 155 160 



Ala Arg Tyr Thr Leu Lys Pro Leu Leu Arg Gly Pro Trp Ala Glu Glu 
165 170 175 



Glu Lys Gly Arg Val Tyr Gly Asp Gly Ser Ala Arg lie Leu His Val 



13 



180 



185 



190 



Tyr Thr Arg Glu Gly Phe Ser Phe Glu Ala Leu Pro Pro Arg Ala Ser 
195 200 205 



Cys Glu Thr Pro Ala Ser Thr Pro Glu Ala His Glu His Ala Pro Ala 
210 215 220 



His Ser Asn Pro Ser Gly Arg Ala Ala Leu Ala Ser Gin Leu Leu Asp 
225 230 235 240 



Gin Ser Ala Leu Ser Pro Ala Gly Gly Ser Gly Pro Gin Thr Trp Trp 
245 250 255 



Arg Arg Arg Arg Arg Ser lie Ser Arg Ala Arg Gin Val Glu Leu Leu 
260 265 270 



Leu Val Ala Asp Ala Ser Met Ala Arg Leu Tyr Gly Arg Gly Leu Gin 
275 280 285 



His Tyr Leu Leu Thr Leu Ala Ser lie Ala Asn Arg Leu Tyr Ser His 
290 295 300 



Ala Ser He Glu Asn His He Arg Leu Ala Val Val Lys Val Val Val 
305 310 315 320 



Leu Gly Asp Lys Asp Lys Ser Leu Glu Val Ser Lys Asn Ala Ala Thr 
325 330 335 



Thr Leu Lys Asn Phe Cys Lys Trp Gin His Gin His Asn Gin Leu Gly 
340 345 350 



Asp Asp His Glu Glu His Tyr Asp Ala Ala He Leu Phe Thr Arg Glu 
355 360 365 



Asp Leu Cys Gly His His Ser Cys Asp Thr Leu Gly Met Ala Asp Val 
370 375 380 



Gly Thr He Cys Ser Pro Glu Arg Ser Cys Ala Val He Glu Asp Asp 
385 390 395 400 



Gly Leu His Ala Ala Phe Thr Val Ala His Glu He Gly His Leu Leu 
405 410 415 
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Gly Leu Ser His Asp Asp Ser Lys Phe Cys Glu Glu Thr Phe Gly Ser 
420 425 430 



Thr Glu Asp Lys Arg Leu Met Ser Ser' lie Leu Thr Ser lie Asp Ala 
435 440 445 



Ser Lys Pro Trp Ser Lys Cys Thr Ser Ala Thr lie Thr Glu Phe Leu 
450 455 460 ^ 



Asp Asp Gly His Gly Asn Cys Leu Leu Asp Leu Pro Arg Lys Gin lie 
465 470 475 480 



Leu Gly Pro Glu Glu Leu Pro Gly Gin Thr Tyr Asp Ala Thr Gin Gin 
485 490 495 



Cys Asn Leu Thr Phe Gly Pro Glu Tyr Ser Val Cys Pro Gly Met Asp 
500 505 510 



Val Cys Ala Arg Leu Trp Cys Ala Val Val Arg Gin Gly Gin Met Val 
515 520 525 



Cys Leu Thr Lys Lys Leu Pro Ala Val Glu Gly Thr Pro Cys Gly Lys 
530 535 540 



Gly Arg lie Cys Leu Gin Gly Lys Cys Val Asp Lys Thr Lys Lys Lys 
545 550 555 560 



Tyr Tyr Ser Thr Ser Ser His Gly Asn Trp Gly Ser Trp Gly Ser Trp 
565 570 575 



Gly Gin Cys Ser Arg Ser Cys Gly Gly Gly Val Gin Phe Ala Tyr Arg 
580 585 590 



His Cys Asn Asn Pro Ala Pro Arg Asn Asn Gly Arg Tyr Cys Thr Gly 
595 600 605 



Lys Arg Ala lie Tyr Arg Ser Cys Ser Leu Met Pro Cys Pro Pro Asn 
610 615 620 



Gly Lys Ser Phe Arg His Glu Gin Cys ,Glu Ala Lys Asn Gly Tyr Gin 
625 630 635 640 
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Ser Asp Ala Lys Gly Val Lys Thr Phe Val Glu Trp Val Pro Lys Tyr 
645 ' 650 655 



Ala Gly Val Leu Pro Ala Asp Val Cys Lys Leu Thr Cys Arg Ala Lys 
660 665 670 



Gly Thr Gly Tyr Tyr Val Val Phe Ser Pro Lys Val Thr Asp Gly Thr 
675 680 685 



Glu Cys Arg Pro Tyr Ser Asn Ser Val Cys Val Arg Gly Lys Cys Val 

690 695 700 

Arg Thr Gly Cys Asp Gly lie lie Gly Ser Lys Leu Gin Tyr Asp Lys 
705 710 715 720 



Cys Gly Val Cys Gly Gly Asp Asn Ser Ser Cys Thr Lys lie Val Gly 
725 730 735 



Thr Phe Asn Lys Lys Ser Lys Gly Tyr Thr Asp Val Val Arg lie Pro 
740 745 750 



Glu Gly Ala Thr His lie Lys Val Arg Gin Phe Lys Ala Lys Asp Gin 
755 760 765 



Thr Arg Phe Thr Ala Tyr Leu Ala Leu Lys Lys Lys Asn Gly Glu Tyr 
770 775 780 



Leu lie Asn Gly Lys Tyr Met lie Ser Thr Ser Glu Thr lie lie Asp 
785 790 795 800 



lie Asn Gly Thr Val Met Asn Tyr Ser Gly Trp Ser His Arg Asp Asp 
805 810 815 



Phe Leu His Gly Met Gly Tyr Ser Ala Thr Lys Glu He Leu He Val 
820 825 830 



Gin He Leu Ala Thr Asp Pro Thr Lys Pro Leu Asp Val Arg Tyr Ser 
835 840 845 



Phe Phe Val Pro Lys Lys Ser Thr Pro Lys Val Asn Ser Val Thr Ser 
850 855 860 



His Gly Ser Asn Lys Val Gly Ser His Thr Ser Gin Pro Gin Trp Val 
865 870 875 880 
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Thr Gly Pro Trp Leu Ala Cys Ser Arg Thr Cys Asp Thr Gly Trp His 
885 890 895 



Thr Arg Thr Val Gin Cys Gin Asp Gly Asn Arg Lys Leu Ala Lys Gly 
900 905 910 



Cys Pro Leu Ser Gin Arg Pro Ser Ala Phe Lys Gin Cys Leu Leu Lys 
915 920 925 



Lys Cys 
930 



<210> 16 

<211> 42 

<212> PRT 

<213> Homo sapiens 

<400> 16 



Ser lie Ser Arg Ala Arg Gin Val Glu Leu Leu Leu Val Ala Asp Ala 
15 10 15 



Ser Met Ala Arg Met Tyr Gly Arg Gly Leu Gin His Tyr Leu Leu Thr 
20 25 30 



Leu Ala Ser lie Ala Asn Lys Leu Tyr Phe 
35 40 



<210> 17 

<211> 23 

<212> DNA 

<213> Mus musculus 



<400> 17 

cggccacgac cctcaagaac ttt 



<210> 18 



17 



<211> 



25 



<212> 



DNA 



<213> 



Mus musculus 



<400> 18 

gcatggaggc catcatcttc aatca 



25 



<210> 19 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gggaggattt atgtgggcat ca 22 

<210> 20 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<210> 21 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthesized peptide 
<220> 



<400> 20 

gtgcatttgg accagggctt aga 



23 



18 



<221> MIS C_F EATURE 
<222> (12) . . (12) 
<223> Acp 

<220> 

<221> MOD_RES 

<222> (12) . . (12) 

<223> Acp 

<400> 21 

Ser lie Ser Arg Ala Arg Gin Val Glu Leu Leu Xaa Cys 
15 10 

<210> 22 

<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 22 

Asn lie Thr Glu Gly Glu Ala Arg Gly Ser Val lie Leu Thr 
15 10 

<210> 23 

<211> 14 

<212> PRT 

<213> bovine 

<400> 23 

Asn lie Thr Glu Gly Glu Ala Arg Gly Ser Val lie Leu Thr 
15 10 

<210> 24 



19 



<211> 14 
<212> PRT 
<213> rat 



<400> 24 

Asn lie Thr Glu Gly Glu Ala Arg Gly Asn Val lie Leu Thr 
15 10 



<210> 25 

<211> 14 

<212> PRT 

<213> mouse 



<400> 25 

Asn Val Thr Glu Gly Glu Ala Leu Gly Ser Val lie Leu Thr 
1 5 10 

<210> 26 

<211> 14 

<212> PRT 

<213> pig 



<400> 26 

Asn lie Thr Glu Gly Glu Ala Arg Gly Thr Val lie Leu Thr 
1 5 10 



<210> 27 

<211> 14 

<212> PRT 

<213> sheep 
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<400> 27 

Asn He Thr Glu Gly Glu Ala Arg Gly Asn Val He Leu Thr 
15 10 



<210> 28 

<211> 11 

<212> PRT 

<213> chicken 

<400> 28 

Asn Val Thr Glu Glu Glu Ala Arg Gly Ser He 
15 10 

<210> 29 

<211> 14 

<212> PRT 

<213> horse 

<400> 29 

Asn He Thr Glu Gly Glu Ala Arg Gly Asn Val He Leu Thr 
1 5 10 

<210> 30 

<211> 16 

<212> PRT 

<213> homo sapiens 

<400> 30 

Ala Ser Thr Ala Ser Glu Leu Glu Gly Arg Gly Thr lie Gly He Ser 
1 5 10 . 15 

<210> 31 
<211> 16 



21 



<212> 
<213> 



PRT 

bovine 



<400> 31 

Ala Thr Thr Ala Gly Glu Leu Glu Gly Arg Gly Thr lie Asp lie Ser 
15 10 15 



<210> 32 

<211> 16 

<212> PRT 

<213> mouse 



<400> 32 



Ala Thr Thr Ser Ser Glu Leu Glu Gly Arg Gly Thr lie Gly lie Ser 
15 10 15 



<210> 33 

<211> 16 

<212> PRT 

<213> rat 

<400> 33 

Ala Thr Thr Ala Ser Glu Leu Glu Gly Arg Gly Thr lie Ser Val Ser 
15 10 15 

<210> 34 

<211> 16 

<212> PRT 

<213> homo sapiens 



<400> 34 



22 



Pro Thr Thr Phe Lys Glu Glu Glu Gly Leu Gly Ser Val Glu Leu Ser 
1 5 .10 15 



<210> 35 

<211> 16 

<212> PRT 

<213> bovine 

<400> 35 

Pro Thr Thr Phe Lys Glu Glu Glu Gly Leu Gly Ser Val Glu Leu Ser 
15 10 15 

<210> 36 

<211> 16 

<212> PRT 

<213> rat 



<400> 36 

Pro Thr Thr Phe Arg Glu Glu Glu Gly Leu Gly Ser Val Glu Leu Ser 
1 5 10 15 



<210> 37 

<211> 16 

<212> PRT 

<213> mouse 



<400> 37 

Pro Thr Thr Phe Arg Glu Glu Glu Gly Leu Gly Ser Val Glu Leu Ser 
15 10 15 



<210> 38 
<211> 16 
<212> PRT 
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<213> homo sapiens 



<400> 38 

Thr Gin Ala Pro Thr Ala Gin Glu Ala Gly Glu Gly Pro Ser Gly lie 
15 10 15 



<210> 39 

<211> 16 

<212> PRT 

<213> bovine 

<400> 39 

Thr Gin Ala Pro Thr Ala Gin Glu Ala Gly Glu Gly Pro Ser Gly lie 
15 10 15 

<210> 40 

<211> 16 

<212> PRT 

<213> rat . 

<400> 40 

Thr Leu Ala Pro Thr Ala Gin Glu Ala Gly Glu Gly Pro Ser Ser lie 
15 10 15 

<210> 41 

<211> 16 

<212> PRT 

<213> mouse 

<400> 41 

Thr Gin Ala Pro Thr Ala Gin Glu Ala Gly Glu Gly Pro Ser Gly lie 
15 10 15. 



24 



<210> 42 

<211> 16 

<212> PRT 

<213> chicken 

<400> 42 

Thr Gin Thr Ser Val Ala Gin Glu Val Gly Glu Gly Pro Ser Gly Met 
15 10 15 

<210> 43 

<211> 17 

<212> PRT 

<213> homo sapiens 

<400> 43 

Thr Glu Pro Thr lie Ser Gin Glu Leu Leu Gly Gin Arg Pro Pro Val 
15 10 15 



Thr 



<210> 44 

<211> 16 

<212> PRT 

<213> bovine 



<400> 44 

Thr Glu Pro Thr Val Ser Gin Glu Leu Gly Gin Arg Pro Pro Val Thr 
15 10 15 



<210> 45 
<211> 16 



25 



<212> 
<213> 



PRT 
rat 



<400> 45 

Thr Glu Pro Thr Val Ser Gin Glu Leu Gly His Gly Pro Ser Met Thr 
15 10 15 



<210> 46 

<211> 16 

<212> PRT 

<213> mouse 

<400> 46 

Thr Glu Pro Thr Val Ser Gin Glu Leu Gly His Gly Pro Ser Met Thr 
1 5 10 15 

<210> 47 

<211> 16 

<212> PRT 

<213> chicken 

<400> 47 

Thr Arg Pro Thr Val Ser Gin Glu Leu Gly Gly Glu Thr Ala Val Thr 
1 5 10 15 

<210> 48 

<211> 16 

<212> PRT 

<213> dog 



<400> 48 



26 



Thr Glu Pro Thr Val Ser Gin Glu Leu Ala Gin Arg Pro Pro Val Thr 
15 10 15 



<210> 49 

<211> 5 

<212> PRT. 

<213> Human 

<400> 49 

lie Thr Glu Gly Glu 
1 5 



<210> 50 

<211> 4 

<212> PRT 

<213> Human 

<400> 50 

Ala Arg Gly Ser 
1 



<210> 51 

<211> 4 

<212> PRT 

<213> Human 

<400> 51 

Ser Glu Leu Glu 
1 



<210> 52 

<211> 4 

<212> PRT 

<213> Human 

<400> 52 

Gly Arg Gly Thr 
1 



<210> 53 

<211> 4 

<212> PRT 

<213> Human 

<400> , 53 

Lys Glu Glu Glu 
1 
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<210> 54 

<211> 4 

<212> PRT 

< 2 1 3 > Human 

<400> 54 

Gly Leu Gly Ser 
1 



<210> 55 

<211> 4 

<212> PRT 

<213> Human 

<400> 55 

Thr Ala Gin Glu 
1 



<210> 56 

<211> 4 

<212> PRT 

<213> Human 

<400> 56 

Ala Gly Glu Gly 
1 



<210> 57 

<211> 4 

<212> PRT 

<213> Human 

<400> 57 

lie Ser Gin Glu 
1 



<210> 58 

<211> 4 

<212> PRT 

<213> Human 

<400> 58 

Leu Gly Gin Arg 
1 



<210> 59 

<211> 7 

<212> PRT 

<213> Bovine 

<400> 59 

Ala Arg Gly Ser Val lie Leu 



<210> 60 

<211> 17 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthesized 
<400> 60 

Cys Ala Ser Leu Ser Arg Phe Val Glu Thr Leu Val Val Ala Asp Asp 
15 10 15 

Lys 



29 



